Sources of genomic sequences and some statistics

Relative gene orientation
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Aspergillus nidulans Broad Institute. Release 4 10701 10699 148 2914 2935 4766 7459 9016
Histoplasma capsulatum Hiscap Broad Institute. Pp 05-24-06. 9349 9349 53 2577 2574 4062 5501 7764
Magnaporthe grisea Maggri Broad Institute. 5.0 01-05-06 11109 11107 100 2600 2761 3921 6714 8703
Candida tropicalis Cantro Broad Institute. Pp 12-06-06 6258 6210 157 1609 1608 3128 4651 5601
Pichia guilliermondii Picgui Broad Institute. Pp 03-15-06 5920 5832 137 1474 1471 3015 4505 5313
‘Saccharomyces cerevisiae Saccer nsembl EFL4 6696 6696 325 1883 1888 3232 4749 4024
sasioomrcora
Cryptococcus neoformans Cryneo Broad Institute. V1.0 15-01-07 7302 7207 42 2257 2242 2636 5031 5634
P— wowmme  oswoss e mas s am 4w sop  eme mm
JR——
Antonospora locustae Antloc DB 2606 2470 66 349 446 720 1059 1955
—
Pan troglodytes Pantro Ensembl CHIMP2.1.57 34142 19982 54463 16121 16121 42152 15038 18620
Rattus norvegicus Ratnor Ensembl RGSC3.457 32971 23045 70992 19416 19414 55185 18855 20027
Gallus galllus Galgal Ensembl WASHUC2.57 22194 16858 1265 4675 4679 8717 12556 13965
Danio rerio Danrer Ensembl 2v8.57 28 24355 43681 13962 13988 37754 20547 21668
Gasterosteus aculeatus Gasacu Ensembl BROADS157 27576 20834 7925 5788 5807 16437 17 280 19033
Tetraodon nigroviridis Tetnig Ensembl TETRAODON8.S 23118 19629 2310 5222 5217 11473 17204 17635
Xenopus tropicalis Xentro Ensembl JG14.1.57 27710 18297 15236 5352 5441 19994 15073 16 269
Ciona intestinalis Ensembl 161257 19858 14308 957 2907 2882 7788 9183 10 260
Caenorhabditis elegans Caeele Ensembl WS200.57 27533 20211 830 4885 4884 11265 13427 14565
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